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<110> APPLICANT: KUMAR, Chandrika S. 
DAOUTI, Sherif 
LATARIO, Brian J. 

<120> TITLE OF INVENTION: METHODS AND COMPOSITIONS TARGETING TYROSINE KINASES 

<130> FILE REFERENCE: 34 91/0M582US0 

<140> CURRENT APPLICATION NUMBER: US/10/553,730 

<141> CURRENT FILING DATE: 2005-10-14 

<160> NUMBER OF SEQ ID NOS : 35 
<170> SOFTWARE: Patent In version 3.2 
<210> SEQ ID NO: 1 
<211> LENGTH: 3949 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<400> SEQUENCE: 1 
gcggtggcgc gggagcggcc ccggggaccc 
aggcgggcgc gggtctcgga ggcggtcgcc 
ctcccgcagc cctcctccct cccgctccct 



cgcgctgctg acggcggcga ccgcggccgg 
tcagcaccgc cccacgggcg gccccagccc 
tcccgccgcc tcctccccgc cctcctccct 
cctcgctcgc gggccgggcc cggcatggtg cggcgtcgcc gccgatggcg ctgaggcgga 



gcatggggcg gccggggctc ccgccgctgc 
tgctggcggc tctggcttct ctgctgctcc 
tgggagcccc ggtgaagctg acagtgtctc 



cgctgccgcc gccaccgcgg ctcgggctgc 
cggagtccgc cgccgcaggt ctgaagctca 
aggggcagcc ggtgaagctc aactgcagtg 



tggaggggat ggaggagcct gacatccagt gggtgaagga tggggctgtg gtccagaact 
tggaccagtt gtacatccca gtcagcgagc agcactggat cggcttcctc agcctgaagt 



cagtggagcg ctctgacgcc 
agatctccca gccagtgtgg 
aagatctggc agtgccaccc 
ctgaacctgt taccattgtc 
ctccatctgt tttaaatgta 
acaacctaaa aggcctggcc 
cagccccctt caacatcacc 



ggccggtact ggtgccaggt ggaggatggg ggtgaaaccg 
ctcacggtag aaggtgtgcc atttttcaca gtggagccaa 
aatgcccctt tccaactgtc ttgtgaggct gtgggtcccc 
tggtggagag gaactacgaa gatcggggga 
acaggggtga cccagagcac catgttttcc 



cccgctccct 
tgtgaagctc 
gcactgcctg 
gtggcctgga 
acacaggccc 
tgcctgctcc 
gccttggggc 



tcttctcgca cagccactgt tcaccttcaa 
gtgacaaagc tttccagcag caacgctagt 
tgccaggtgc tgatggccga gctctgctac agtcctgtac agttcaggtg 
caggaggctg ggaagtcctg gctgttgtgg tccctgtgcc cccctttacc 
gggacctggt gcctgccacc aactacagcc tcagggtgcg ctgtgccaat 
cctctcccta tgctgactgg gtgccctttc agaccaaggg 
cccaaaacct ccatgccatc cgcacagatt caggcctcat 
tccccgaggc ccctttggaa ggccccctgg gaccctacaa 
atggaaccca ggatgagctg acagtggagg ggaccagggc caatttgaca ggctgggatc 
cccaaaagga cctgatcgta cgtgtgtgcg tctccaatgc agttggctgt ggaccctgga 
gtcagccact ggtggtctct tctcatgacc gtgcaggcca gcagggccct cctcacagcc 
gcacatcctg ggtacctgtg gtccttggtg tgctaacggc cctggtgacg gctgctgccc 
tggccctcat cctgcttcga aagagacgga aagagacgcg gtttgggcaa gcctttgaca 
gtgtcatggc ccggggagag ccagccgttc acttccgggc agcccggtcc ttcaatcgag 
aaaggcccga gcgcatcgag gccacattgg acagcttggg catcagcgat gaactaaagg 



tctagcccca gccagcgctc 
cttggagtgg gaagaagtga 
actgtcctgg gttcaagaca 
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82 aaaaactgga ggatgtgctc atcccagagc agcagttcac cctgggccgg atgttgggca 1800 

84 aaggagagtt tggttcagtg cgggaggccc agctgaagca agaggatggc tcctttgtga 1860 

86 aagtggctgt gaagatgctg aaagctgaca tcattgcctc aagcgacatt gaagagttcc 1920 

88 tcagggaagc agcttgcatg aaggagtttg accatccaca cgtggccaaa cttgttgggg 1980 

90 taagcctccg gagcagggct aaaggccgtc tccccatccc catggtcatc ttgcccttca 2040 

92 tgaagcatgg ggacctgcat gccttcctgc tcgcctcccg gattggggag aaccccttta 2100 

94 acctacccct ccagaccctg atccggttca tggtggacat tgcctgcggc atggagtacc 2160 

96 tgagctctcg gaacttcatc caccgagacc tggctgctcg gaattgcatg ctggcagagg 2220 

98 acatgacagt gtgtgtggct gacttcggac tctcccggaa gatctacagt ggggactact 2280 

100 atcgtcaagg ctgtgcctcc aaactgcctg tcaagtggct ggccctggag agcctggccg 2340 

102 acaacctgta tactgtgcag agtgacgtgt gggcgttcgg ggtgaccatg tgggagatca 2400 

104 tgacacgtgg gcagacgcca tatgctggca tcgaaaacgc tgagatttac aactacctca 2460 

106 ttggcgggaa ccgcctgaaa cagcctccgg agtgtatgga ggacgtgtat gatctcatgt 2520 

108 accagtgctg gagtgctgac cccaagcagc gcccgagctt tacttgtctg cgaatggaac 2580 

110 tggagaacat cttgggccag ctgtctgtgc tatctgccag ccaggacccc ttatacatca 2640 

112 acatcgagag agctgaggag cccactgcgg gaggcagcct ggagctacct ggcagggatc 2700 

114 agccctacag tggggctggg gatggcagtg gcatgggggc agtgggtggc actcccagtg 2760 

116 actgtcggta catactcacc cccggagggc tggctgagca gccagggcag gcagagcacc 2820 

118 agccagagag tcccctcaat gagacacaga ggcttttgct gctgcagcaa gggctactgc 2880 

120 cacacagtag ctgttagccc acaggcagag ggcatcgggg ccatttggcc ggctctggtg 2940 

122 gccactgagc tggctgacta agccccgtct gaccccagcc cagacagcaa ggtgtggagg 3000 

124 ctcctgtggt agtcctccca agctgtgctg ggaagcccgg actgaccaaa tcacccaatc 3060 

126 ccagttcttc ctgcaaccac tctgtggcca gcctggcatc agtttaggcc ttggcttgat 3120 

12 8 ggaagtgggc cagtcctggt tgtctgaacc caggcagctg gcaggagtgg ggtggttatg 3180 

13 0 tttccatggt taccatgggt gtggatggca gtgtggggag ggcaggtcca gctctgtggg 3240 
132 ccctaccctc ctgctgagct gcccctgctg cttaagtgca tgcattgagc tgcctccagc 3300 
134 ctggtggccc agctattacc acacttgggg tttaaatatc caggtgtgcc cctccaagtc 3360 
136 acaaagagat gtccttgtaa tattcccttt taggtgaggg ttggtaaggg gttggtatct 342 0 
138 caggtctgaa tcttcaccat ctttctgatt ccgcaccctg cctacgccag gagaagttga 3480 
140 ggggagcatg cttccctgca gctgaccggg tcacacaaag gcatgctgga gtacccagcc 3540 
142 tatcaggtgc ccctcttcca aaggcagcgt gccgagccag caagaggaag gggtgctgtg 3600 
144 aggcttgccc aggagcaagt gaggccggag aggagttcag gaacccttct ccatacccac 3660 
146 aatctgagca cgctaccaaa tctcaaaata tcctaagact aacaaaggca gctgtgtctg 3720 
148 agcccaaccc ttctaaacgg tgacctttag tgccaacttc ccctctaact ggacagcctc 3780 
150 ttctgtccca agtctccaga gagaaatcag gcctgatgag ggggaattcc tggaacctgg 3840 
152 accccagcct tggtggggga gcctctggaa tgcatggggc gggtcctagc tgttagggac 3900 
154 atttccaagc tgttagttgc tgtttaaaat agaaataaaa ttgaagact 3949 

157 <210> SEQ ID NO: 2 

158 <211> LENGTH: 890 

159 <212> TYPE: PRT 

160 <213> ORGANISM: Homo sapiens 
162 <400> SEQUENCE: 2 

164 Met Ala Leu Arg Arg Ser Met Gly Arg Pro Gly Leu Pro Pro Leu Pro 

165 1 - 5 10 15 

168 Leu Pro Pro Pro Pro Arg Leu Gly Leu Leu Leu Ala Ala Leu Ala Ser 

169 20 25 30 

172 Leu Leu Leu Pro Glu Ser Ala Ala Ala Gly Leu Lys Leu Met Gly Ala 

173 35 40 45 

176 Pro Val Lys Leu Thr Val Ser Gin Gly Gin Pro Val Lys Leu Asn Cys 
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177 50 55 60 



180 


Ser Val Glu Gly Met Glu Glu 


Pro 


Asp 

* XT 


He 


Gin 


Trp 

XT 


Val 


Lys 


Asp 

XT 


Gly 


181 


65 70 








75 










80 


184 


Ala Val Val Gin Asn Leu Asp 


Gin 


Leu 


Tvr 


He 


Pro 


Val 


Ser 


Glu 


Gin 


185 


85 






90 










95 




188 


His Trp lie Gly Phe Leu Ser 


Leu 


LVS 


Ser 


Val 


Glu 


Ara 


Ser 


Asp 


Ala 


189 


100 




105 










110 






192 


Glv Ara Tvr TrD Cvs Gin Val 


Glu 


Asp 


Glv 

vjx jr 


Gly 


Glu 


Thr 


Glu 


He 


Ser 


193 


115 


120 










125 








196 


Gin Pro Val TrD Leu Thr Val 


Glu 


Glv 

vjx j 


Val 


Pro 


Phe 


Phe 


Thr 


Val 


Glu 


197 


130 135 










140 










200 


pro Tiv*? Asd Leu Ala Val Pro 


Pro 


Asn 


Ala 


Pro 


Phe 


Gin 


Leu 


Ser 


Cys 


201 


145 150 








155 










160 


204 


Glu Ala Val Glv Pro Pro Glu 


Pro 


Val 


Thr 


He 


Val 


TrD 

XT 


TrD 


Ara 


Glv 

vjx jr 


205 


165 






170 










175 




208 


Thr Thr Lvs Hp Glv Glv Pro 

nix nix u y o xx^ vjxy vjxjr t x_ w 


Ala 


Pro 


Ser 


Pro 


Ser 


Val 


Leu 


Asn 


Val 


209 


180 




185 










190 






212 


Thr Glv Val Thr Gin Spr Thr 

x i xx. vjx y v ax iiix vjxii i_>^x- iiix 


Met 


Phe 


Ser 


Cys 


Glu 


Ala 


His 


Asn 


Leu 


213 


195 


200 










205 








216 


T.vc Gl v T.en AT a fipr flpr Ara 
uy o vjx jr xjclx ma o x. o ~ x. fix 


Thr 


Ala 


Thr 


Val 


His 


Leu 


Gin 


Ala 


Leu 


217 


210 215 










220 










220 


Pm Al a Ala Pro Phe Asn Tie 

xt x> v** ^ix cx nxa c xv^ xrxx^ noil J- x ^ 


Thr 


Val 


Thr 


Lys 


Leu 


Ser 


Ser 


Ser 


Asn 


221 


225 230 








235 










240 


224 


Ala Ser Val Ala Tm Met Pro 

nxa \^ x. v ax x^xa xxl^ t x_ v»» 


Glv 


Ala 


Asp 


Glv 


Ara 


Ala 


Leu 


Leu 


Gin 


225 


245 






250 










255 




228 


Ser Cvs Thr Val Gin Val Thr 

v— ; x. v,y o x x x x. vax uxn v ax iiix 


Gin 


Ala 


Pro 


Glv 


Glv 


TrD 


Glu 


Val 


Leu 


229 


260 




265 










270 






232 


Ala Val Val Val Pro Val Pro 

Xa x cx v a x v a x v ex x f x w v a x s x v/ 


Pro 


Phe 


Thr 


Cys 


Leu 


Leu 


Ara 


Asp 


Leu 


233 


275 


280 










285 








236 


Val Pro Ala Thr Asn Tyr Ser 


Leu 


Arc 

x-xx Vj 


Val 


Arg 


Cys 


Ala 


Asn 


Ala 


Leu 


237 


290 295 










300 










240 


Gly Pro Ser Pro Tyr Ala Asp 


TrD 


Val 


Pro 


Phe 


Gin 


Thr 


Lvs 


Gly 


Leu 


241 


305 310 








315 










320 


244 


Ala Pro Ala Ser Ala Pro Gin 


Asn 


Leu 


His 


Ala 


lie 


Ara 


Thr 


Asp 


Ser 


245 


325 






330 










335 




248 


Glv Leu He Leu Glu Trio Glu 


Glu 


Val 


lie 


Pro 


Glu 


Ala 


Pro 


Leu 


Glu 


249 


340 




345 










350 






252 


Gly Pro Leu Gly Pro Tyr Lys 


Leu 


Ser 


Trp 


Val 


Gin 


Asp 


Asn 


Gly 


Thr 


253 


355 


360 










365 








256 


Gin Asp Glu Leu Thr Val Glu 


Gly 


Thr 


Arg 


Ala 


Asn 


Leu 


Thr 


Gly 


Trp 


257 


370 375 










380 










260 


Asp Pro Gin Lys Asp Leu He 


Val 


Arg 


Val 


Cys 


Val 


Ser 


Asn 


Ala 


Val 


261 


385 390 








395 










400 


264 


Gly Cys Gly Pro Trp Ser Gin 


Pro 


Leu 


Val 


Val 


Ser 


Ser 


His 


Asp 


Arg 


265 


405 






410 










415 




268 


Ala Gly Gin Gin Gly Pro Pro 


His 


Ser 


Arg 


Thr 


Ser 


Trp 


Val 


Pro 


Val 


269 


420 




425 










430 






272 


Val Leu Gly Val Leu Thr Ala 


Leu 


Val 


Thr 


Ala 


Ala 


Ala 


Leu 


Ala 


Leu 


273 


435 


440 










445 
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276 


lie Leu Leu Arg 


Lvs 


Ara 


Ara 


Lvs 


Glu 


Thr 


Arq 


Phe 


Gly 


Gin 


Ala 


Phe 


277 


450 






455 










460 










280 


Asp Ser Val Met 


Ala 


Arg 


Gly 


Glu 


Pro 


Ala 


Val 


His 


Phe 


Arg 


Ala 


Ala 


281 


465 




470 










475 










480 


284 


Arg Ser Phe Asn 


Ara 


Glu 


Ara 


Pro 


Glu 


Ara 


lie 


Glu 


Ala 


Thr 


Leu 


Asp 


285 




485 










490 










495 




288 


Ser Leu Gly lie 


Ser 


Asp 


Glu 


Leu 


Lvs 


Glu 


Lvs 


Leu 


Glu 


Asd 


Val 


Leu 


289 


500 










505 










510 






292 


lie Pro Glu Gin 


Gin 


Phe 


Thr 


Leu 


Glv 


Ara 


Met 


Leu 


Glv 


Lvs 


Gly 


Glu 


293 


515 








520 










525 








296 


Phe Glv Ser Val 


Arcr 


Glu 


Ala 


Gin 


Leu 


Lys 


Gin 


Glu 


Asp 


Glv 


Ser 


Phe 


297 


530 






535 










540 










300 


Val Lys Val Ala 


Val 


Lvs 


Met 


Leu 


Lvs 


Ala 


Asd 


He 


He 


Ala 


Ser 


Ser 


301 


545 




550 










555 










560 


304 


Asd lie Glu Glu 


Phe 


Leu 


Arg 


Glu 


Ala 


Ala 


Cvs 


Met 


Lys 


Glu 


Phe 


Asp 


305 




565 










570 










575 




308 


His Pro His Val 


Ala 


Lvs 


Leu 


Val 


Glv 

JT 


Val 


Ser 


Leu 


Ara 


Ser 


Arq 


Ala 


309 


580 










585 










590 






312 


Lvs Glv Ara Leu 


Pro 


He 


Pro 


Met 


Val 


He 


Leu 


Pro 


Phe 


Met 


Lvs 


His 


313 


595 








600 










605 








316 


Glv Asd Leu His 


Ala 


Phe 


Leu 


Leu 


Ala 


Ser 


Ara 


He 


Glv 


Glu 


Asn 


Pro 


317 


610 






615 










620 










320 


Phe Asn Leu Pro 


Leu 


Gin 


Thr 


Leu 


He 


Ara 


Phe 


Met 


Val 


Asd 


lie 


Ala 


321 


625 




630 










635 










640 


324 


Cys Gly Met Glu 


Tvr 
x j J ~ 


Leu 


Ser 


Ser 


Ara 


Asn 


Phe 


He 


His 


Ara 


ASD 


Leu 


325 




645 










650 










655 




328 


Al a Al a Arg Asn 


Cvs 


Met 


Leu 


Ala 


Glu 


Asd 


Met 


Thr 


Val 


Cvs 

jr 


Val 


Ala 


329 


660 










665 










670 






332 


Asp Phe Gly Leu 


Ser 


Arcr 


Lvs 


He 


Tvr 


Ser 


Gly 


Asd 

It 


Tvr 


Tvr 


Ara 


Gin 


333 


675 








680 










685 








336 


Glv Cvs Ala Ser 


Lys 


Leu 


Pro 


Val 


Lys 


TrD 


Leu 


Ala 


Leu 


Glu 


Ser 


Leu 


337 


690 






695 










700 










340 


Ala Asp Asn Leu 


Tvr 


Thr 


Val 


Gin 


Ser 


Asd 


Val 


TrD 

IT 


Ala 


Phe 


Gly 


Val 


341 


705 




710 










715 










720 


344 


Thr Met Trp Glu 


lie 


Met 


Thr 


Arq 


Gly 


Gin 


Thr 


Pro 


Tyr 


Ala 


Gly 


He 


345 




725 










730 










735 




348 


Glu Asn Ala Glu 


He 


Tyr 


Asn 


Tyr 


Leu 


He 


Gly 


Gly 


Asn 


Arg 


Leu 


Lys 


349 


740 










745 










750 






352 


Gin Pro Pro Glu 


Cys 


Met 


Glu 


Asp 


Val 


Tyr 


Asp 


Leu 


Met 


Tyr 


Gin 


Cys 


353 


755 








760 










765 








356 


Trp Ser Ala Asp 


Pro 


Lys 


Gin 


Arg 


Pro 


Ser 


Phe 


Thr 


Cys 


Leu 


Arg 


Met 


357 


770 






775 










780 










360 


Glu Leu Glu Asn 


He 


Leu 


Gly 


Gin 


Leu 


Ser 


Val 


Leu 


Ser 


Ala 


Ser 


Gin 


361 


785 




790 










795 










800 


364 


Asp Pro Leu Tyr 


He 


Asn 


He 


Glu 


Arg 


Ala 


Glu 


Glu 


Pro 


Thr 


Ala 


Gly 


365 




805 










810 










815 




368 


Gly Ser Leu Glu 


Leu 


Pro 


Gly 


Arg 


Asp 


Gin 


Pro 


Tyr 


Ser 


Gly 


Ala 


Gly 


369 


820 










825 










830 






372 


Asp Gly Ser Gly 


Met 


Gly 


Ala 


Val 


Gly 


Gly 


Thr 


Pro 


Ser 


Asp 


Cys 


Arg 
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373 






835 










840 










845 








376 


Tyr 


He 


Leu 


Thr Pro Gly Gly Leu Ala 


Glu 


Gin 


Pro 


Glv 


Gin 


Ala 


Glu 


377 




850 










855 










860 










-J O \J 


His 


Gin 


Pro 


Glu 


Ser 


Pro 


Leu 


Asn 


Glu 


Thr 


Gin 


Arcr 


Leu 


Leu 


Leu 


Leu 


381 


865 










870 










875 










880 


"*ft4 


Gin 


Gin 


Gly 


Leu 


Leu 


Pro 


His 


Ser 


Ser 


Cys 














385 










885 










890 














^ ft ft 

J o o 


<210> SEQ ID NO: 


: 3 
























389 


<211> LENGTH: 678 
























O -/ v 


<212> TYPE: 


PRT 


























391 


<213> ORGANISM: 


Homo sapiens 




















<400> SEQUENCE: 


«J 
























395 




A1 a 
nl d 


XT 1. \J 


OC1 


Leu 


Ser 


Pro 


Gly Pro 


Ala 


Ala 


Leu 


Arcr 


Arcr 


Ala 


Pro 


O _? D 


J. 








c 

-> 










10 










15 




«J -7 -7 


ulii 


T .on 
lJC IX 


ucu 


JJC u 


Leu 


Leu 


Leu 


Ala 


Ala 


Glu 


Cys 


Ala 


Leu 


Ala 


Ala 


Leu 


4 n n 








Z U 










25 










30 






4m 

*x U J 


L6U 


Pro 


z\l ^ 

rila 


Arg 


pi,, 

ValU 


ax a 


inr 


Gin 


Phe 


Leu 


arn 

m y 


Pro 


Arcr 


Gin 


Arcr 


Ara 


a ri4 
















40 










45 








407 


Ala 


Phe 


m n 


v ax 


r*rie 




r*i n 


Ala 


Lys 


Gin 


Glv 


His 


Leu 


Glu 


Arcr 


Glu 


























fin 










ill 




vai 


Vj JL LL 


V31 U 


Leu 


Cys 


Ser 


Arg 


Glu 


Glu 


Ala 


At a 


Glu 


Val 


Phe 


Glu 


419 












70 










75 










80 


415 


Asn 


Asp 


Pro 


Glu 


x III. 


Asp 


Tyr 


Phe 


Tyr 


Pro 


Arg 


Tvr 

x y x. 


Leu 


Asp 


Cys 


He 


/I £ 
fx J. O 










85 










90 










95 




419 


Asn 


Lys 


Tvr 


Glv 


Ser 


Pro 


Tyr 


Thr 


Lys 


Asn 


Ser 


Glv 


Phe 


Ala 


Thr 


Cvs 










100 










105 










110 






423 


Val 


Gin 


Asn 


Leu 


Pro 


Asp 


Gin 


Cys 


Thr 


Pro 


Asn 


Pro 


Cvs 


Aso 


Ara 


LVS 


494 






115 










120 










125 








427 


Gly 


Thr 


Gin 


Ala 


Cys 


Gin 


Asp 


Leu 


Met 


Glv 


Asn 


Phe 


Phe 


Cys 


Leu 


Cvs 


49 ft 




130 










135 










140 










431 


Lys 


Ala 


Gly 


Trp 


Gly 


Gly 


Arg 


Leu 


Cys 


ASp 


Lvs 


Asd 


Val 


Asn 


Glu 


Cvs 


4^9 


145 










150 










155 










160 


435 


Ser 


Gin 


Glu 


Asn 


Gly 


Gly 


Cys 


Leu 


Gin 


He 


Cvs 


His 


Asn 


Lvs 


Pro 


Gly 


"± J o 










165 










170 










175 




439 


Ser 


Phe 


His 


Cys 


Ser 


Cys 


His 


Ser Gly 


Phe 


Glu 


Leu 


Ser 


Ser 


Asp 

XT 


Gly 


440 








180 










185 










190 






443 


Arg 


Thr 


Cys 


Gin 


Asp 


He 


Asp 


Glu 


Cys 


Ala 


Asp 

XT 


Ser 


Glu 


Ala 


Cys 


Gly 


444 






195 










200 










205 








447 


Glu 


Ala 


Arg 


Cys 


Lys 


Asn 


Leu 


Pro 


Gly 


Ser 


Tyr 


Ser 


Cys 


Leu 


Cys 


Asp 


448 




210 










215 










220 










451 


Glu 


Gly 


Phe 


Ala 


Tyr 


Ser 


Ser 


Gin 


Glu 


Lys 


Ala 


Cys 


Arg 


Asp 


Val 


Asp 


452 


225 










230 










235 










240 


455 


Glu 


Cys 


Leu 


Gin 


Gly 


Arg 


Cys 


Glu 


Gin 


Val 


Cys 


Val 


Asn 


Ser 


Pro 


Gly 


456 










245 










250 










255 




459 


Ser 


Tyr 


Thr 


Cys 


His 


Cys 


Asp 


Gly Arg 


Gly 


Gly 


Leu 


Lys 


Leu 


Ser 


Gin 


460 








260 










265 










270 






463 


Asp 


Met 


Asp 


Thr 


Cys 


Glu 


Asp 


He 


Leu 


Pro 


Cys 


Val 


Pro 


Phe 


Ser 


Val 


464 






275 










280 










285 








467 


Ala 


Lys 


Ser 


Val 


Lys 


Ser 


Leu 


Tyr 


Leu 


Gly 


Arg 


Met 


Phe 


Ser 


Gly 


Thr 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 11/01/2005 

PATENT APPLICATION: US/10/553,730 TIME: 10:49:17 

Input Set : A: \ SEQUENCE LIST 33157A.TXT 
Output Set: N:\CRF4\11012005\J553730.raw 

Invalid <213> Response; 

Use of "Artificial" only as "<213> Organism" response is incomplete/ 

per 1.823(b) of New Sequence Rules. Valid response is Artificial Sequence. 

Seq#: 5, 6, 7, 8, 9,10, 11,12,13,14,15,16,17, 18, 19,20,21,22,23,24,25,26,27 
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VERIFICATION SUMMARY DATE: 11/01/2005 

PATENT APPLICATION: US/10/553,730 TIME: 10:49:17 

Input Set : A: \ SEQUENCE LIST 33157A.TXT 
Output Set: N:\CRF4\11012005\J553730.raw 

L:ll M:270 C: Current Application Number differs, Replaced Current Application Number 
L:12 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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